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The prezent document iz intended to inform the representatives
of the international authorities not being parties to the EPO-
JPD-USPTO Cooperation of the ongoing activities relating to the

Trilateral Patent Sequence Database.

I. The Trilateral Patent Sequence Database

1. In the frameworle of the Trilateral Coeoperation, the thres
Offices have decided to capture all nuclectide and amino
acid sequences from all publizshed patent documents. In
order to capture these sequence data, each Office iz
collaborating with a contracter. The JPO ig collaborating
with JAPIO, the USPTO with the NCEBI [National Center for
Biotechnology Information] and the EPO with the EMBL
Data Library in Heidelberg, Germany [te be changed in the
European Bioinformatics Institute, Hinxton, United

Kingdon in September 19%4],
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CLATMS

n binding molecule capable of specifically binding te a

SARE-CoV.

. A& binding molecule according to claim 1, which is a human

4. A binding molecule accordin

binding melecule.

A binding melecule according to claim 1 or 2, wherein the

binding molecule comprises at least a CDR3 region comprising

the amizs seguence selected from the group consisting

SEQ ID NO:2, SEQ ID NO:3, SEQ ID NO:4, SEQ
SEQ ID NO:7, SEQ ID NO:8, SEQ ID NO:9,
SEQ ID NO:12 and SEQ ID NO:13.

of SE

1D NO:5;

SEQ ID NO:10, SEQ

to any one of the claims 1 - 3,
wherein the binding molecule cofMwrises a heavy chain
lected from the group

SEQ ID NO:19, SEQ

comprising the amino acid sequence
consisting of SEQ ID HO:15, SEQ ID NO:1Y
ID HG:21, SEQ 1D NO:23, SEQ ID NO:25, SEQ I
NQ:2%, SEQ ID NO:31, SEQ ID NQ:33, SEQ ID NO:35)

NO:27, SEQ ID
SEQ ID
W0:37 and SEQ ID NO:39.

A functicnal variant of a binding molecule according to anj
one of the claims 1 — 4, wherein the functional variant is

capable of competing for specifically binding te a SARS-CoV.

ng molecule according toe any one of the claims 1 — 4
or a functional wvariant accerding to claim 5, characterized
in that the antibody or functional wvariant has SRRS-CoV

neutralizing activity.
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SEQUENCE LISTIHNG

Future Genetaechrnoloosr
porcine circovipas wariants arnd vases thereof
Secquernce Listing example
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SEQUENCE LI STI NG

Appl i cant Name Lohmann Ti er zucht

Title of invention nar ker assi sted sel ection of chiken against fishy taint in fresh eggs

Fle referane Sequence Listing exanple

EP04022858. 7

Current Patent application
Current filing date 2004- 09- 24 \
EP03021556. 0

Earlier patent application 2003-09- 24

Earlier filing date - Informatioln
e linking the SL with the

Nunber of SEQ IDs in SL patent application

Sof tware use to prepare SL Patentin Ver. 2.1

1

135

DNA

Gal | us gal | us

Latin name (Genus-
Species) of the sequence
source organism

Information for SEQ ID 1
Length of SEQID 1
Sequence Type

Sour ce Organi sm

Feat ure Header

Feat ure key

Locati on

Feature information with
standardi zed qualifiers

Position in the
sequence for which
the feature applies

_bi nd

CF3ex1for prinmer bind site"

Feat ure Header

Feat ure key

Locati on

Feature information with
st andardi zed qualifiers

Feature Key: using
standardized
vocabulary

not e= "CF3ex2rev priner bind site"

Feat ure Header

Feat ure key

Locati on

Feature information with
standardi zed qualifiers

ariation
90..90
replace=_t <

<

note= "variation in exon 1-2"

Feature Qualifier
preceded by a / and
followed by the =

1

Sequence

at ggt gcgac gcgtgget gt ggt gggcgecg ggcat cageg ggttggecgge caccaagt gc 60
t gcct ggaag agggact gga gcccacctge tttgagcaga gcgaggacat cggggggctc 120
tggcgctaca cggaa 135
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XML Sequence Listing

General Information )

HANDBOOK ON INDUSTRIAL PROPERTY INFORMATION AND DOCUMENTATION

Ref.: Standards — ST.36 page: 3.36.2

STANDARD ST.36
Version 1.2

RECOMMENDATION FOR THE PROCESSING OF PATENT INFORMATION USING XML
(EXTENSIBLE MARKUP LANGUAGE)

Sequence Partey

;C International Nucleotide Sequence Database Collaboration

Biological Sequence Submission
Application for Patents

European
Patent Offi

EMBL-EI

 BiSSAP




SLING

Serving Life-science Information for the Next Generation

— CAPACITIES

Search Environment

NUCLEOTIDE
SEQUEMNGCE

DATABASE
::: ‘?")
Integrated
IBIs Biotechnological i : f "Scientific"
Business rules l—b =
Semces | l Publication
= Verified server
, Sequences
ﬂ,.
Relational z
Database || Business rules ||
" \ 4
. es enet
Online filing Verification ‘_‘ & OpenPatentServices
Formatting
: "Non redundant"
epag,@m Patent Sequence
— Database Process
ReTc?g?t?)r Legal
i 0 Publication
server
Sequence
Listing files ~ ‘|
ST25 . __I Business rules
( ) Phoenix/ | |'
EEEEEEEEEEEEEEEE Madras Storage of all

incoming

sequence listing files

including versions
(Legal version)

nnnnnnnnnnnnnnnnnn

Paper Filing and
Sequence Listing
on Electronic carrier

Sequence Listings
from
National Patent Offices

Populating Databases




SLING

Serving Life-science Information for the Next Generation

DNA DataBank ‘'ofJapan

International Cooperation

WIPO
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Necessity to increase coverage and avoid redundant Information
® Increase in Biotechnology applications disclosing biological sequences.
To date, only JPO, USPTO, EPO and KIPO, send their sequences to the public
repositories (NCBI/DDBJ/EBI)

® Data spreading from other patent offices is not included in the exchange flow.

® June 2003: completeness study performed by the EPO.
(NCBI/DDBJ/EBI) vs. GeneSeq = Differences in coverage were detected :none is exhaustive !

® April 2005 (Washington): Project initiation report presented by the EPO to TO's
Aims: generation of Non-redundant Patent sequence databases with increased coverage

® (Tokyo, April 2007, Munich, November 2007 and Washington 2009):

»  EPO progresses were presented to the TO's
» JPO involved KIPO in the data exchange flow to the public sequence repositories

S

EPO and EBI have completed the generation of Non -redundant Patent

sequence Databases, which are publicly available th  rough the EBI services
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Patent Sequence Databases Figures
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Nucleic Acids Research Advance Access published November 1, 2009
Nucleic Acids Research, 2009, 1-5
doi:10.1093 nar|gkp960

Non-redundant patent sequence databases with
value-added annotations at two levels

Weizhong Li', Hamish McWilliam', Ana Richart de la Torre?, Adam GrodowskiZ,
Irina Benediktovich?, Mickael Goujon', Stephane Nauche® and Rodrigo Lopez'*
'European Bioinformatics Institute, EMBL Outstation, Wellcome Trust Genome Campus, Hinxton,

Cambridge, CB10 1SD, UK and “European Patent Office, 1Q Life Sciences, Patentlaan 3-9, 2288 EE Rijswijk,
The Neatherlande
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Database Data Classes (Release 105, 27 AUG 2070}
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Market
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CLOSED
BUSINESS
MoDEL

Open Innovation

Sale/Divest
Spinoff

License

Market
Revenue

Internal and
External
Development
Costs

Cost and time savings from
leveraging external development

OPEN
BUSINESS
MoDEL

MIT Sloan Management Review; 2007; Chesbrough h; ,Why
Companies should have open Business Models*

Connect and Develop

Inside Procter & Gamble's New Model for Innovation

Procter & Gamble's radical strategy of open innovation now produces more
than 35% of the company’s innovations and blilions of dollars in revenue.

Harvard Business Review, 2004, Huston et al.”
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ACCELERATING INNOVATION THROUGH PROVEN EXPERIENCE

PRO INNO EUROPE
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Summary

Create sequences

| BiSSAP

Collect

Populate Patent sequence databases ‘;‘

Disseminate Information
Search ,Prior art’ in Biotechnology

EMBL-EBI ' i
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