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Overview

A In this presentation, | will start off with a short overview of
EMBL-EBI. | will then describe the various forms of
Interaction between EMBL-EBI and industrial companies
and organisations though the EMBL-EBI Industry
Programme and the EMBL-EBI SME Forum.

A For the SME Forum, | will describe the key factors of
Interest to the smaller sized companies and how
Interactions are managed

A For the Industry Programme, | will describe the principal
iIndustry drivers behind the involvement of companies in
the Industry Programme and some of the pre-competitive
projects that have resulted.
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What is EMBL-EBI?

.
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EMBL member states

Austria, Belgium, Croatia,
Denmark, Finland, France,
Germany, Greece, Iceland,
Ireland, Israel, Italy, Luxembourg,
the Netherlands,

Norway, Portugal, Spain, Sweden,
Switzerland and the United
Kingdom

Associate member state:
Australia
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The five branches of EMBL

A EMBL is a basic research institute funded by public
research monies from 20 member states.

A 1400 staff, over 60 nationalities.
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EMBL-EBI 0s milI SSI 0oNn

A To provide freely available data and bioinformatics
services to all facets of the scientific community in ways
that promote scientific progress

A To contribute to the advancement of biology through
basic investigator-driven research in bioinformatics

A To provide advanced bioinformatics training to scientists
at all levels, from PhD students to independent
Investigators

A To help disseminate cutting-edge technologies to
industry
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TODAY: EMBL-EBI 0s Mi s s
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Databases: molecules to systems

Genomes
Ensembl
Ensembl Genomes
EGA

Literature and ontologies
CiteXplore, GO

Protein families,
motifs and domains
InterPro

Nucleotide sequence
ENA

Functional
genomics
ArrayExpress

Protein structure
PDBe

Protein interactions
IntAct

Pathways
Reactome

Proteomes
UniProt, PRIDE

Chemical entities
ChEBI, ChEMBL

Systems
BioModels

16.11.2010 EMBL-EBI :: i




EMBL-EBI: Most important data collections

Genomes & Genes
1. Ensembl: Joint project with Sanger Institute - high-quality annotation of vertebrate genomes
2. Ensembl Genomes: Environment for genome data from other taxons
3. 1000 Genomes: Catalogue of human variation from major World populations
4

EGA*: European Genotype-Phenome Archive*i genotype, phenotype and sequences from individual subjects and
controls

5. ENA: European Nucleotide Archivei all DNA & RNA, nextgen reads and traces
Transcription

6.  ArrayExpress: Archive of transcriptomics and other functional genomics data

7.  Expression Atlas: Differentially expressed genes in tissues, cells, disease states & treatments
Protein

8. UniProt: Archive of protein sequences and functional annotation

9. InterPro: Integrated resource for protein families, motifs and domains

10. PRIDE: Public data repository for proteomics data

11. PDBe: Protein and other macromolecular structure and function
Small molecules

12.  ChEBI: Chemical entities of biological interest

13. ChEMBL: Bioactive compounds, drugs and drug-like molecules, properties and activities
Processes

14. IntAct: Public repository for molecular interaction data

15. Reactome: Biochemical pathways and reactions in human biology

16. Biomodels: Mathematical models of cellular processes
Ontologies

17. GO: Gene Ontology, consistent descriptions of gene products
Scientific literature

18. CiteXplor: Bibliographic query system

* Requires approval
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The EMBL-EBI service Mission

A In addition, there are 25-30 small specialist databases and
supporting resources such as controlled vocabularies. According to a
recent survey run in the context of ELIXIR, the emerging European
Life-Science Infrastructure for Biological Information, there are
roughly 200 databases offered by 100 institutions throughout Europe.
The EBI, perhaps not surprisingly, was found to hold the largest data
collection and serve by far the largest number of users. EMBL-EBI
also forms a European node in several global data-sharing
collaborations.

A The EMBL-EBI also offers a range of computational tools to explore
the data available in the repositories, for example tools for sequence
alignment or pattern searching. These services are used by
academic and commercial researchers throughout Europe
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Database collaborations

-

@® EMBL-Bank

@ Ensembl

© Ensembl Genomes
© ArayExpress

@ UniProt

@ InterPro

© IntAct

11 16.11.2010 EMBL-EBI



Standards development 1 international

Genomics Standards Consortium (GSC)
http://gensc.org

Genome annotation
www.geneontology.org

Protein sequence
www.uniprot.org

Nucleotide sequence
www.insdc.org

) HUPO- Protein structure
Mlcroqrray and Gene Proteomics www.wwpdb.org
Expression Data (MGED) Standards

www.mged.org

Initiative (PSI)
www.psidev.info/

Cheminformatics
www.ebi.ac.uk/chebi

Pathways
www.reactome.org
www.biopax.org

standards
www.sbml.org

Metabolomics Standards Initiative (MSI)
www.metabolomicssociety.org
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EMBL-EBI 0s milI SSI 0oNn

A To provide freely available data and bioinformatics
services to all facets of the scientific community in ways
that promote scientific progress

A To contribute to the advancement of biology through
basic investigator-driven research in bioinformatics

A To provide advanced bioinformatics training to scientists
at all levels, from PhD students to independent
Investigators

A To help disseminate cutting-edge technologies to
industry
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What Technologies?

A Bioinformatics resources

A Literature resources

A Cheminformatics resources (ChEBI, CDK)

A ChemoGenomics resources (ChEMBL)

A Knowledge management technologies and standards

A é
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Industry Is a broad term

Business Focus A Size

Pharmaceuticals/Drug A Large Multinationals

Discovery A SMEs
Biotechnology companies

Agriculture and Agrochemicals
The food industry

Diagnostics

Imaging

Livestock breeding

DNA forensics

Microbial genomics
Bioprocessing
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Many to many mapping
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